Evolution of chromosomal variation in cottontails, genus Sylvilagus (Mammalia: Lagomorpha). II. Sylvilagus audubonii, S. idahoensis, S. nuttallii, and S. palustris.
Chromosomes from cultured fibroblasts of four cottontail species (Sylvilagus audubonii, 2n = 42; S. idahoensis, 2n = 44; S. nuttallii, 2n = 42; and S. palustris, 2n = 38) were analyzed using G- and C-banding techniques. The evolutionary restructuring of the genomes of these species was traced by comparing their banded chromosomes to those of Lepus saxatilis, a species of hare in which the leporid ancestral karyotype is thought to have been conserved. Chromosomal evolution appears to have proceeded primarily through changes in the amount and distribution of heterochromatin and through fixation of Robertsonian fusions. Excluding heterochromatic differences, S. audubonii and S. nuttallii are karyotypically very similar, as are S. aquaticus and S. palustris (previously reported). The genome of the taxonomically controversial species S. idahoensis, compared to other cottontail species, is markedly impoverished in C-band material. These data and those of cottontail species previously described in the literature are incorporated in two alternative phylogenetic schemes.